The PDF file includes:  fig. S1. Light intensity, temperature, and pH over the 17 days, and DO saturation and depth for the first 14 days of the time series.  fig. S2. Temperature, pH, and DO saturation during the 1 hour before transcriptome sampling for each day of the 17-day experiment.  fig. S3. The magnitude of day-to-night variability in temperature, pH, and DO saturation for the time series.  fig. S4. Expression profiles in A. hyacinthus of the three environmentally responsive modules during the time series.  fig. S5. Temperature profiles during the time series for each colony of A.
Other Supplementary Material for this manuscript includes the following:
(available at advances.sciencemag.org/cgi/content/full/3/3/e1601298/DC1)  These three modules had significant expression associations to changes in the environment (ANOVA, FDR corrected, all P < 0.01). In the text, Module RJ9 is also referred to as the UPR and Calcium Homeostasis Module. Each color represents a different colony: AH06 = gold, AH75 = blue, and AH88 = red. The number of contigs in each module is listed above each plot. 
